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The nCounter Gene Expression System utilizes color-coded molecular barcodes to digitally count 
nucleic acid molecules in solution. The system is capable of measuring over 550 different nucleic 
acid species in a single reaction without reverse transcription or PCR amplification. The lack of 
enzymes allows for direct measurements of mRNA from a variety of input materials including 
degraded RNA (e.g. from formalin-fixed paraffin-embedded (FFPE) tissues) or crude cell lysates 
(e.g. from tissue or blood). The system can also be used to detect dsDNA fragments, allowing for a 
large range of potential experimental applications. Due to its ease of use, high multiplexing 
capabilities, and digital readout the system is ideal for validation studies of gene sets derived from 
discovery platforms such as next generation sequencing or microarrays. New applications of the 
nCounter System such us miRNA profiling and DNA copy number measurement are currently under 
development. 
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